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higher risk of rodent infecstation, Ornithodoros presence, and dis-
ease risk.
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ontributed 179/255 (70.2%) followed by children aged 6-17 yrs 42
16.5%).
Conclusion: Inﬂuenza virus was not commonly isolated from
atients presenting with inﬂuenza/ILIs at participating outpatient
linics particulary among adults which calls for further investiga-
ions to determine other potential pathogens. Inﬂuenza A virus
1N1 followed by H3N2 are the main virus subtypes being isolated
n Uganda.
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pplication of a framework for horizon scanning and risk
ssessment on the risk of importation of West Nile Virus to
ingapore
. Nandar ∗, H.K. Han, L.W. Ang, F.Y. Lai, S.H. Tey, J.L. Cutter, L.
ames, D. Heng
Ministry of Health, Singapore, Singapore, Singapore
Background: Reports of an outbreak of West Nile Virus (WNV)
nfection in the Central Macedonia region of Greece in August 2010
ollowed by unusually large numbers of WNV cases in the Euro-
ean region were picked up through our routine horizon scanning
ornewsonpotential public health threats of international concern.
ingapore is along the East Asian-Australasian ﬂyway formigratory
irds, and Culexmosquito is present in Singapore.We conducted an
ssessmentof the riskof importationofWNV infection to Singapore
o: (i) determine the likelihood of aWNVoutbreak in Singapore, (ii)
nderstand the possible consequences and potential downstream
mpact, and (iii) facilitate implementation of prevention and con-
rol measures should an outbreak occur in Singapore.
Methods: We applied the framework for horizon scanning and
isk assessment developed by the Ministry of Health, Singapore.
his framework enables the public health system of Singapore to
etect early warnings of events that may constitute public health
mergency of international concern (PHEIC), analyze the risk that
hese events pose to Singapore, and respond to them in a timely
anner. The risk assessmentwas based on possible routes of intro-
uction of WNV into Singapore, and surveillance programmes in
ingapore, taking into account epidemiological characteristics of
NV, clinicalmanifestations, diagnosis and treatment ofWNV, and
isk factors. Inputs from various local agencies were incorporated.
Results: The WNV may be introduced into Singapore through
i) infected migratory birds, (ii) importation of infected birds or
ther animals, and (iii) international travel of infected persons to
ingapore. To date, the virus has not been detected in the surveil-
ance of WNV in humans, migratory and resident birds, as well as
osquitoes. Thus, the likelihood of a WNV outbreak in Singapore
s considered ‘unlikely’.
Conclusion: Our qualitative analysis provided a systematic
pproach towards the assessment of the risk posed by WNV to
ingapore. The WNV situation in North America, Europe and coun-
ries with signiﬁcant travel links to Singapore, should be closely
onitored for factors that might change the current risk assess-
ent, and to allow the implementation of timely and appropriate
ontrol measures. Vector control remains the cornerstone for con-
rolling mosquito-borne diseases.
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Maintenance of endemic tick-borne relapsing fever (Borrelia
hermsii) from the western United States
N. Nieto ∗, M. Teglas
University of Nevada, Reno, NV, USA
Background: Endemic relapsing fever in the western United
States is caused by Borrelia hermsii and transmitted by the soft-tick
Ornithodoros hermsi. The spirochete causes a febrile illness that is
commonly resolved after one to six relapses.
Methods: We trapped wild rodent reservoir hosts from sites
where human infection has historically or recently occurred. Fifty
traps were set next to homes while another ﬁfty were placed in
adjacent sylvatic habitats. All animals were bled via retro-orbital
abrasion, keyed out to species, and marked with an individually
identifying ear tag. The blood was placed into tubes containing
EDTA and taken back to the laboratory. Bloodwas extracted using a
kit and then assayed for B. hermsii infection using qPCR. All positive
individualswere sequenced to conﬁrmpathogen species and strain
genotype.
Results: In the summer months of 2009-2011, 916 wild rodents
from ﬁve endemic sites in the Sierra Nevada and San Bernadino
mountains were tested for B. hermsii using qPCR. Prevalence var-
ied between 2.3% and 12.3% at each location and chipmunks
(Tamias spp.) were PCR-positive at every location. Additionally,
deer mice, golden-mantled ground squirrels, and a woodrat were
also infected. In areas where there were homes we trapped sig-
niﬁcantly more rodents and consequently more infected anmals.
Additionally,we sequenced the rDNA intergenic spacer (IGS) region
from34positive samples,which included representativeDNA from
each location and from chipmunks, deer mice, and golden-mantled
ground squirrels. All sequences belonged to a previously described
genomic group (GGI) and did not phylogenetically group by host
species or location.
Conclusion: Although reservoir competence experiments have
not been conducted, the widespread distribution and infection in
chipmunks suggests the potential to maintain B. hermsii in nature.
Additionally, homes that are frequently innoccupied have a much
